Fig A. Western blot analysis of mitochondrial protein enrichment.
Proteins were extracted from whole cell lysate (WCL), purified mitochondria and the cytosolic fraction obtained during the mitochondrial purification, and after electrophoresis through a 12.5% polyacrylamide gel were analyzed by (A) Coomassie blue staining and (B) Western blot analsyis to detect the presence of NADH:ubiquinone oxidoreductase subunit A9 (NDUFA9). Representative size markers are indicated.
Fig B. SDS-PAGE of mitochondria enriched proteins.
Pools of mitochondrial protein enriched samples were prepared from 5 normal controls, 5 mild and 5 severe b-thalassemia/Hb E patients. A total of 50 µg from each pool was separated in duplicate by electrophoresis through (a) 12.5% or (b) 10% SDS-PAGE gels.
After electrophoresisgels were stained with colloidal coomassie blue and each lane was cut into groups according to size of separated proteins as indicated. Each slice of gel was cut into 1 mm 3 cubes and these gel plugs were subjected to tryptic digestion before MS/MS analysis.
Fig C. Hierarchical clustering analysis of 288 mitochondial proteins.
Proteins were identified after GeLC-MS/MS spectra were searched against the Mitoproteome database. The data was generated by duplicate analysis of a pool of samples from 5 individuals (normal controls, mild and severe β-thalassemia/Hb E). The color scale is shown by the bar at the top. 
